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FAT] YA 
JAT% 1 


PEG1 (paternally expressed gene 1) == E]°9] A83} (methylation) ATÉ att AJE sorei az 
Stoll ANA =7] AAS AJE 


A191 el. PI zung MAY AE zial ANE holo (bisulfite) Y 4] zue 
ad Bozo = äer: saog sh 291 dall ANY AI AS AJE. 


SE 


žo JAA AN AAS AJE Pè ou AS AAA E PEGI (paternally expressed 
gene 1) X2x] A8} (methylation) ATÈ =%F= AME s re Až HAAA zz] AAS = 
3E, WI AJES TPJA= AZA HAAA zz] ADA AE og MoJABoJE (bisulfite) X PEGI LA 
MI Pol Zgo o]8è?h $r=ke]u] AAJ AN AP FAS ASSAD. 


AT, mt 21% ATP (Wnt signaling)°] fot VAY AJI AA ou 
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LI JAS Ja acht AAAA. Wt 21 ABA JWA Aal ECKE) 
pay AJE se Wt AÈ AA oe ZFF he] VAS ATÈ W oda, Zä, E, 
žaj] JAg FAZ Haa ER SLL (Moon et al. 2004 Nat Rev Genet 5:691-701). 

akzztolol Ask (Alzheimer's disease, AD). AA AF FAI HAAA NAHE, AAVJA (dysphasia) 
(Asè AR ASA AJA FA FAE Z AA FM, SWE ailes (25 JAA tE 44 
JAA FENE lab SAA SAA Sg o 212 ZNANA PAE Ze] SF A 2191(agnosia) 
(GA, 974, ask YA FE PIE AJI F YE FD FFEM PA AVZLS Sge JE ayyol 
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AAA JAZSYJO= FAJA Sol ygor ad F oda ABA JE. AD WEL ADA e 
eu. da SAJ 2050147 m 804] °] ri F7 3Y 7AT BA gei Zoe = AtA. AA, 8541 
°] APA 5067) AD7} stuet ov #*slch. ot 193 FA ANA AP 508 dall AAE nè 
HS Ael] ZASA4A ge o AE ANA git APA Sahel JER, ZAF R AZA FAZ x= 
ENS AG 


FAZ} (imprinted gene)# SAA PEG1°] Wnt°] co-receptor l LRP6°9] Fè BS dal 
So 2] Wnt ATABL odder AAS FOR (Jung et al. 2011 Biochem. J. 1;436(2):263-9), Tè 
42F9] imprinting?) ZAAN toi mt NEZAS zo] doit ABI 

Tlg Hào aus AJA Age A8 ASA stach, 
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m 382 Yağ] ol 9219] APOE FAB o PEG s= mt]°] Aga ois ett (ALA; eiss 
CpG (CG), Stot: "ies °F CpG (TA). 
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E yag 54S Ja] $]əke], W ae PEGI (paternally expressed gene 1) SHEI qg 
(methylation) ATS 343E AME yae Aago AAA zz] të ZABS AE. 
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E ga Sol "ZAA"L FA AAA FA + FIS Hae AS va. E tag Kat AL 
lže AA gu IFE AJE 
PEGI (paternally expressed gene 1)9] Saa 8V aa AHE NCBI(National Center for Biotechnology 


Information) 559 al okt (NCBI Reference Sequence: NG 009226.1), PEGIY Z] o atzstoalol zo 
°] Apae dai AAA SA 
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oons olgetol PCR (polymerization chain reation) $ FèJdèke AA, 


(c) $7] PCR 2129] AAA SAS Sai CpG°S] CA ABI ASE AZJJE AA 
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ell oga ZE 8-83 Zei 47 PCR ABA ANAA BAS FBW AN, PEGI ZEWAY Cep 
442 dis dag E Je Zelt, Zei PCR das dadd d d 
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ANA 2. Ak DNAY BA 


ZF AZE YA aö (2500RPM, 5min) ATÈ YA. A 200ulY9 FË AF DNA FÉ 7]€ (BIONEER, 
K-3032)= olëstoal AF DAS JAIAI. 21% AZA AFAA tA FAFA. 


Aal 3. del ädel Sal del 


27 JEFE AoA je DNA 500ngg ALëekairt EZ DNA Methylation Kit (ZYMO RESEARCH, D5001)$ o 
Stol CT gaz zrek JA. JAL ASA AB dot FRA. 


op 


Ala 4. PCRS olëat PEGI ang JBA Z= 


PEG19] žar das zz AJA PRE Zeäska zagoa aF : 5“ 
TYGTTGTTGGTTAGTTTTGTAYGGTT-3' (JAMS 1), BYE : 5'-AAAAATAACACCOCCTCCTCAAAT-3' (ABHZ 218 ALë 
stat PCRS 95C 10® (1cycle), 957 30% / 55C 35% / 72C 40% (40cycle), 72C 7% (1cycle)9] ZA 
Kee ek 


Ala] 5. PEGI San 999] TA E= 

PCR AES 14 opaa A] AnYBsJIA, A AAS APA. Gel extraction kit (ELPIS BIOTECH, EBD- 
1005) olëstoal DWE dè. 392 ASA iaa mwa FASA. °] PCR AE pGEM-T easy 
vector system (Promega, A1360)$ o]8èkq Ja. Aae ASA dir do) HAN FAA. 


Aldo PEGI good oa SE BS A Schol DNA FA 


He] AA (ligation) OR E.coli (DAba)E JZAAANAH. LB / JAAA / IPTG / X-Gal Edo]E4s 
otèl, Lët DAJ FIE LB / AJAA JA ALA. JA këv DAL FEL plasmid DNA 
purification Kit (LaboPass, CMPO112)S$ o]-8a) #canj= pwé Hals A982 AJA AFAA den 
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(unmethylated CpG)= èHSE A (open dot) =. ANJ, 
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39] ANA k2 GHA PEGI (paternally expressed gene l) 
A Zo]. $]ËZ-°] PEGI (paternally expressed gene 1) #=#= 
E]°] AEZ} (methylation) JEE 54.24982 RAF. HAA atzekolul AME daat HE JAAHA A 
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L dag 2 d. 


m ex 


m. 38 639 Yä AM FIY APOE FAZ AA BY Aazje au $LZFS] PEGI (paternally 
expressed gene 1) SHEI AA} (methylation) ATÉ EKA Zo]. APOE AAAA 7% AZA 
AJAR, APOE Faz gas AA 42 Aaa Ap St 42-68HA] ol (Pericak-Vance et al. 
1997 J AmMed Assoc 278 : 1237-1241). = 32 6839) Aze au sl zë FS APOE #AZBE 7H 
z]: Jey, 332 APOE FA RABESE "ka QS RAZE. iz 5BIJ Aage au AA (Ou: A 
$ APOE FARA, 228; MY APOE AAZB3)Y PEGI (paternally expressed gene 1) zwy leie 
(methylation) JEE 72.549 S ngg. o]= APOE FARZA AAN] Hza ANE AAI F E 
TAJS Moler. 
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W 3), JE ` 5'-ACAGAATTCGOCCCGGCCTGGTACACTGCC-3" (JAMÈ 4) olëskai 94C 10% (lcycle), 
94C 30= / 56T 30% / MT 1% (32cycle), 72C AR (Ieycle)Y ANL oläësta ol PCR ALSS Hhal 
(Sunit) deteia YA 37 Col24] SAZE Sat ABAZ. NuSieve agarose (Lonza, 50091) # olëstoi 4% o 
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